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Disparity through time
Diasparidad a lo largo del tiempo

Harmon et al., 2008



Coevolución de carácteres









P = 0.814r2 = 0.007
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Nucleotide substitution models
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Rate variation across sites
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Rate variation across sites

• Equal rates among sites
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Rate variation across sites

• Proportion of invariable sites (+I models)
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Rate variation across sites

• Gamma-distributed rate variation across sites (+G 
models)
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Rate variation across sites

• Gamma-distributed rate variation across sites 
and a proportion of invariable sites (+G+I models)
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Nucleotide substitution models
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μ1,2≠μ3,4: a gain in character A does not 
depend on the state of character B
•μ2,1≠μ4,3: a loss in character A does not 
depend on the state of character B
•μ1,3≠μ2,4: a gain in character B does not 
depend on the state of character A
•μ3,1≠μ4,2: a loss in character B does not 
depend on the state of character A




